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Comparison of FC estimates upon summarization
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Median Summarization vs Peptide Based Approach
Median Summarization
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Median Summarization vs Peptide Based Approach
Peptide Based Approach
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Mean Summarization vs Peptide Based Approach
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Mean Summarization vs Peptide Based Approach

Median MaxLFQ Peptide-based
: . ‘ H 2 -
P o : 03‘1:

eeeeeeeeeeeeeeee

3 UPS and 0 yeast 7 UPS and 0 yeast 23 UPS and 1 yeast

statOmics, Ghent University lieven.clement@ugent.be



